. AEP-encoding mobile genetic elements integrated into bacterial genomes. Table S4 . Results of a structural similarity search using Dali server and pRN1 Primpol PriCT-1 domain (PDB: 3m1m) as a query. Structures with longest alignments (five α helices) are shown in yellow background. Figure S1 . Diversity of PrimPol-PV1 proteins. Protein sequences were clustered by the pairwise sequence similarity (CLANS P-value ≤ 1e-09). PrimPol-PV1 proteins are shown as colored circles; blue color denotes sequences from plasmids. 
